Genome type analysis of adenovirus type 4.
Twenty AV4 isolates were analysed with 18 restriction endonucleases. They could be classified into two genome types (genomic clusters) AV4p and AV4a. Combined with data from Li and Wadell [Arch Virol 1988;101:65-77], DNA variants p1-p8 and al-a3 were defined. The genetic relatedness within the genome types was in the range of 88-99% comigrating fragments, whereas < 62% of the fragments were comigrating between the genome types.